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LOCUS HM130524 628 bp RNA linear VRL 15-MAY-2010

DEFINITION Rupestris stem pitting-associated virus isolate IS3 replicase gene,
partial cds.

ACCESSION HM130524

VERSION HM130524.1 GI:295884092
KEYWORDS .
SOURCE Grapevine rupestris stem pitting-associated virus (GRSPaV)

ORGANISM Grapevine rupestris stem pitting-associated virus
Viruses; ssRNA positive-strand viruses, no DNA stage; Tymovirales;
Betaflexiviridae; Foveavirus.
REFERENCE 1 (bases 1 to 628)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Detection and molecular characterization of the Rupestris stem
pitting-associated virus replicase gene
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 628)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Direct Submission
JOURNAL Submitted (16-APR-2010) Laboratorio de Virologia, Embrapa Uva e
Vinho, Rua Livramento, 515, Bento Goncalves, RS 95700-000, Brazil

FEATURES Location/Qualifiers
source 1..628
/organism="Grapevine rupestris stem pitting-associated
virus"

/mol_type="genomic RNA"
/isolate="IS3"
/host="grapevine cv. Isabel"
/db_xref="taxon:196400"
/country="Brazil"
/collection_date="21-Sep-2009"
cDs <1..>628
/codon_start=2
/product="replicase"
/protein_id="ADG57589.1"
/db_xref="GI:295884093"
/translation="GFQTVEQAACAHPVNDALCIDLAQPSVKKFEKSFCLEELKIPVG
VLPKPFDWVVKNISFNDKLRGRRASFFSKPGILSYSYNGGSHTSLGWPKFLDEILSFT
GGRSYYNSCLVQMYEENSKLALHKDDESCYEPGHKVLTVNLIGSATFTVSKTGNLVEG
NHCSLTIEPSEFFEMPRGMQSSFFHGVSNCLSGRVSLTFRRQKLEDDDQ"

ORIGIN

1 aggattccaa actgtagagc aagctgcatg tgctcatcct gtgaatgatg ctctttgcat
61 tgatttggct caaccgtctg tcaagaaatt tgaaaaatct ttttgtcttg aggaattgaa
121 aattccggtt ggggtcttac caaagccctt tgattgggta gtgaagaaca tcagcttcaa
181 tgataaacta agggggaggc gagcttcttt cttttcaaaa cctggaatcc tgagttatag
241 ctacaatggg ggcagccata cgagcctcgg ttggccaaaa tttcttgatg aaatccttag
301 cttcactggt ggccgtagtt actataactc atgcttagtc caaatgtatg aggagaattc
361 aaagttagcc ttgcataagg atgacgaaag ctgttatgag cctggacata aagttttgac
421 tgtcaatcta atcggttcag ccactttcac agtcagtaag actggaaacc tagttgaagg
481 aaaccattgc agcctaacaa ttgaacccag cgagttcttt gagatgcctc ggggtatgca
541 aagcagcttt ttccatggtg tttccaattg ccttagtggg cgagtgtctt tgacattccg
601 gcgtcaaaaa ctggaagatg acgaccaa
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