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LOCUS HM059040 593 bp RNA linear VRL 15-MAY-2010
DEFINITION Grapevine leafroll-associated virus 3 isolate IS1 heat shock
protein 70 gene, partial cds.
ACCESSION HM059040
VERSION HM059040.1 GI:295884087
KEYWORDS .
SOURCE Grapevine leafroll-associated virus 3 (GLRav-3)
ORGANISM Grapevine leafroll-associated virus 3
Viruses; ssRNA positive-strand viruses, no DNA stage;
Closteroviridae; Ampelovirus.
REFERENCE 1 (bases 1 to 593)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Detection and molecular characterization of the Grapevine
leafroll-associated virus 3 heat shock protein 70 gene
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 593)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Direct Submission
JOURNAL Submitted (29-MAR-2010) Laboratorio de Virologia, Embrapa Uva e
Vinho, Rua Livramento, 515, Bento Goncalves, RS 95700-000, Brazil
FEATURES Location/Qualifiers
source 1..593
/organism="Grapevine leafroll-associated virus 3"
/mol_type="genomic RNA"
/isolate="IS1"
/host="grapevine cv. Isabel"
/db_xref="taxon:55951"
/country="Brazil"
/collection_date="21-Sep-2009"
CDS <1..>593
/note="HSP70"
/codon_start=1
/product="heat shock protein 70"
/protein_id="ADG57587.1"
/db_xref="GI:295884088"
/translation="FGTTFSTICFSPSGVSGCTPVAGSVYVETQIFVPVGSSTYLIGK
AAGKAYRDGVEGRLYVNPKRWVGVTRDNVGRYVEKLKPTYTVKIDSGGALLIGGLGSG
PDTLLRVVDVICLFLRALILECERYTSTTVTAAVVTVPADYNSFKRSFVVEALKGLGI
PVRGVVNEPTAAALYSLAKSRVEDLLLAVFDFGGGTE"
ORIGIN
1 tttgggacga ctttcagcac aatctgcttt tccccatctg gggtcagtgg ttgtactcct
61 gtagctggta gtgtttacgt tgaaacccaa attttcgtac ctgtaggtag cagtacttat
121 ttaattggta aagcagcggg gaaagcttat cgcgacggtg tagagggaag gttgtatgtt
181 aacccgaaaa ggtgggtagg tgtgacgagg gataacgtcg gacgttacgt tgagaaatta
241 aaacccacat acaccgtaaa gatagacagc ggaggcgcct tattaatcgg aggtttaggt
301 tccggaccgg acaccttatt gagggtcgtt gacgtgatat gtttattctt gagagecttg
361 atactggagt gcgaaaggta tacgtctact acggttacag ccgcagtcgt aacggtaccg
421 gctgattata actcctttaa acgaagcttc gttgttgagg cactgaaagg tcttggtata
481 ccggttagag gtgttgttaa cgaaccgaca gccgcagcce tctattcctt agctaagtcg
541 cgagtagaag acctattatt agcggttttc gacttcggeg geggcacctt cga
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