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LOCUS HM059036 831 bp RNA linear VRL 15-MAY-2010
DEFINITION Rupestris stem pitting-associated virus isolate CS2a replicase
gene, partial cds.
ACCESSION HM059036
VERSION HM059036.1 GI:295884079
KEYWORDS .
SOURCE Grapevine rupestris stem pitting-associated virus (GRSPaV)
ORGANISM Grapevine rupestris stem pitting-associated virus
Viruses; ssRNA positive-strand viruses, no DNA stage; Tymovirales;
Betaflexiviridae; Foveavirus.
REFERENCE 1 (bases 1 to 831)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Detection and molecular characterization of the Rupestris stem
pitting-associated virus replicase gene
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 831)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Direct Submission
JOURNAL Submitted (29-MAR-2010) Laboratorio de Virologia, Embrapa Uva e
Vinho, Rua Livramento, 515, Bento Goncalves, RS 95700-000, Brazil
FEATURES Location/Qualifiers
source 1..831
/organism="Grapevine rupestris stem pitting-associated
virus"
/mol_type="genomic RNA"
/isolate="Cs2a"
/host="grapevine cv. Cabernet Sauvignon"
/db_xref="taxon:196400"
/country="Brazil"
/collection_date="21-Sep-2009"
CDS <1..>831
/codon_start=3
/product="replicase"
/protein_id="ADG57583.1"
/db_xref="GI:295884080"
/translation="SMLLATAVIPPEVLVGSPESLNPWAYQYKISSDQLLFAPDGIWN
EMYSQPLSCRYLLKARSVVLPEASRYSVDIHSPONSATTCLVFPHGQSLTSNMRCFSG
LDAIGIKDLEPLSRGMHSCFPVHHDVVTKIYLYLRTLKKPDKESAEAKLRQLIDKPTG
REIKFIEDFSSLVISCGRSGSLLMPNISKLVISFFCRMMPNALARLSSNFRECSLDSF
VYSLEPFNFSVNLVDITPDFFEHLFLFSCLSELMEENVEVVKDNSWSGLGDPQFNRQR
"
ORIGIN
1 caagcatgct cttggcaact gcagtgatcc ccccagaagt gctggtcggt tctcctgaga
61 gccttaaccc ttgggcctac cagtacaaaa ttagtagcga tcagctgctc ttcgctccag
121 atggcatctg gaatgagatg tattcacaac ctttgtcatg cagatactta ctaaaggcaa
181 gatcggtggt tctgcccgag gectcgeget attctgttga tatccattca ccccaaaatt
241 ctgccaccac ttgcttagtt ttcccccatg ggcaatcttt gacctcaaac atgaggtgtt
301 tttccggttt ggacgcaata ggcataaagg atcttgagcc tctaagccgt ggcatgcaca
361 gttgtttccc agtgcatcat gatgtcgtaa ccaagatata cctttactta agaactctta
421 agaagccaga caaggagtct gctgaggcaa agcttcgtca actcattgac aagcccacag
481 ggagggagat aaaattcatt gaggattttt cctcattagt tataagctgt ggaaggagtg
541 gctctttgcet tatgcctaac atttctaagc tagtcatatc attcttctgce cgaatgatgce
601 caaatgccct tgctaggctc tcttcaaatt ttcgagagtg ttcactagat tcatttgttt
661 actcacttga gccattcaac ttttcagtta acttagtgga cataactcct gatttctttg
721 agcacttatt tcttttctcc tgcctcagtg aattgatgga ggagaacgtt gaggtggtca
781 aggacaattc ttggtctgga ctcggggatc cgcaattcaa tcgtcagagg g
//
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