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LOCUS HM130523 596 bp RNA linear VRL 15-MAY-2010
DEFINITION Grapevine leafroll-associated virus 2 isolate SE heat shock protein
70 gene, partial cds.
ACCESSION HM130523
VERSION HM130523.1 GI:295884090
KEYWORDS .
SOURCE Grapevine leafroll-associated virus 2
ORGANISM Grapevine leafroll-associated virus 2
Viruses; ssRNA positive-strand viruses, no DNA stage;
Closteroviridae; Closterovirus.
REFERENCE 1 (bases 1 to 596)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Detection and molecular characterization of the Grapevine
leafroll-associated virus 2 heat shock protein 70 gene
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 596)
AUTHORS Basso,M.F., Fajardo,T.V.M., Eiras,M., Ayub,R.A. and Nickel,O.
TITLE Direct Submission
JOURNAL Submitted (16-APR-2010) Laboratorio de Virologia, Embrapa Uva e
Vinho, Rua Livramento, 515, Bento Goncalves, RS 95700-000, Brazil
FEATURES Location/Qualifiers
source 1..596
/organism="Grapevine leafroll-associated virus 2"
/mol_type="genomic RNA"
/isolate="SE"
/host="Vitis hybrid cv. Seibel 2"
/db_xref="taxon:64003"
/country="Brazil"
/collection_date="26-Jun-2007"
CDS <1..>596
/note="HSP70"
/codon_start=1
/product="heat shock protein 70"
/protein_id="ADG57588.1"
/db_xref="GI:295884091"
/translation="FGTTFSTVCVYKDGKVYSFKQNNSAYIPTYLYLFSETNHMVFGY
EAESLMHNAKVRGSFFRDLKRWVGCDSSNFSDYFDRLKPHYAVRPYKIGTGLNDTVII
GNYGGTVRSEVHLLALIASFIKAMVSCAENAFSCTCTGVICSVPANYDSVQRNFTDQC
VSLSGYQCVYMVNEPSAAALSACNLINKKSANLAVYDEG"
ORIGIN
1 ttcgggacga ctttttcgac ggtctgcgtg tataaagatg gtaaggttta ctcattcaaa
61 caaaacaatt ctgcgtacat tccgacatac ctctaccttt tctccgaaac caatcacatg
121 gtttttggtt atgaagccga atcactgatg cataatgcga aggtgagagg ctetttcttt
181 agggacttaa aacgctgggt gggttgcgac tccagcaact ttagtgacta ctttgatcgce
241 ctgaagccac actatgcggt tcgcccgtat aaaataggta ctggtctgaa tgatacggtg
301 attataggaa actacggggg taccgttcgt tccgaagtge atttgttage actaataget
361 tcctttatca aggcgatggt tagttgtgcc gagaatgectt tttcttgcac ttgcacggga
421 gtgatatgtt cagtgccagc gaattatgac agtgttcaga ggaatttcac tgatcagtgc
481 gtttccttga gtgggtatca atgtgtgtac atggtcaacg aaccatccgce ggctgcettta
541 tcagcgtgca atctgataaa caagaagtcg gcgaacttgg ctgtatacga ttttgg
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